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To the rescue: Testing the functional complimentation in microRNA family members in the
nematode Caenorhabditis elegans

MicroRNAs are grouped into families based on shared sequence homology of the first 2-7
nucleotides. This region of the miRNA is called the “miRNA seed” and is considered to be
essential for miRNA function. Early studies suggest that the seed dictates miRNA target
recognition. This implies that miRNAs in the same family can have the same targets. In this
study we test if lin-4 family members, lin-4 and miR-237, are functionally equivalent in living
animals. We synthetically express miR-237 with the lin-4 promoter to rescue loss-of-function
lin-4 phenotypes in C. elegans. Results show that even though both microRNAs share the same
functional region (seed), they are functionally distinct. This finding challenges the current
theory that microRNAs with the same seed are functionally equivalent.



